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Slow-growing anaerobic bacteria in implant-associated infections

Background

Implant-associated infections (lAls) are one of the major reasons for implant failure after
orthopedic surgery and result in high morbidity and mortality. The diagnosis and management of
IAls are challenging. Besides staphylococci other skin residents such as slow-growing Gram-
positive anaerobic bacteria (SGAB) have also been found in |Als. They may be underestimated
since they are slow-growing and detection is hindered due to overgrowth of faster growing
bacteria in polymicrobial infections. The assignment of SGAB as etiological agents of |Als is thus
challenging.

Projects

- Detection and identification of known and unknown SGAB from medical devices

- Characterization of a newly identified anaerobic staphylococcal species isolated from IAl

- Characterization of biofilm-forming and host-interacting properties of a newly identified
Finegoldia species detected in prosthetic joint infections

H ~o~
TECh ni q ues + Collection of clinical specimens (lAl-associated tissue and
_ Genome and amp“con removed implants/joints (shoulder/hip))
sequencing and analyses l

. . . . Bacterial identification:

- BaCter|0|oglca| CUItlvatlon 16S rRN:/cP(eerl;CL:It?\'/-latli:;:/:sillroscopv
- (confocal) microscopy l
- P rOteo me ana Iyses new SGAB isolates and existing SGAB collection

- Biofilm assays - \ ~—

- Cell culture infection experiments

Projects are mainly carried out at
the Department of Biomedicine in
collaboration with the Departments
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Data integration: etiological role of SGABs in implant-associated
bone and joint infections
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